Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.058; wR factor = 0.159; data-to-parameter ratio = 13.2.
In both independent molecules of the title compound, C 21 H 17 ClN 2 O, the aromatic rings of the benzyl substituents are located on opposite sides of the benzimidazole ring systems. In one molecule, the rings are aligned at 77.0 (1) and 78.1 (1) with respect to the fused-ring system, whereas in the other molecule the rings are aligned at 76.0 (1) and 76.9 (1) . There is an intermolecular ClÁ Á ÁO contact of 3.086 (1) Å .
Related literature
For the structure of monobenzyl-benzimidazol-3-one, see: Ouzidan et al. (2011) .
Experimental
Crystal data C 21 H 17 ClN 2 O M r = 348.82 Monoclinic, P2 1 =c a = 11.0380 (4) Å b = 9.2863 (3) Å c = 33.2679 (13) Å = 92.297 (2) V = 3407.3 (2) Å 3 Z = 8 Mo K radiation = 0.24 mm À1 T = 293 K 0.08 Â 0.04 Â 0.03 mm
Data collection
Bruker X8 APEXII diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.981, T max = 0.993 22403 measured reflections 5950 independent reflections 3942 reflections with I > 2(I) R int = 0.073 Refinement R[F 2 > 2(F 2 )] = 0.058 wR(F 2 ) = 0.159 S = 1.03 5950 reflections 451 parameters H-atom parameters constrained Á max = 0.77 e Å À3 Á min = À0.36 e Å À3
Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: X-SEED (Barbour, 2001); software used to prepare material for publication: publCIF (Westrip, 2010). Fig. 1 
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